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Microhydration of Organophosphates: Ab Initio Investigations
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organophosphates (OP). It is expected that these different energetics may be important in controlling the SARIN OMMP Table C: DMMP + 1H,0, Micro-Solvation Energetics
interaction, lifetime and reaction kinetics of OP in solution and at interface of surfaces. Unfortunately,
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along with the impact of hydration on the observed energies. Initial computational investigations have e i
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