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— Key discoveries in the understanding and
application of innate immunity to anticipate,
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MUSL uses A Svstems BioLoGY APPROACH FOR THE
ELUCIDATION OF CELLULAR SIGNALING IN INNATE IMMUNITY
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Integrates cell manipulation, imeging and
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CHIPS TO SORT CELLS, AND MEASURE TRANSLOCATION,
PHOSPHORYLATION AND CYTOMINES BEING INTEGRATED
INTQ A SINGLE PLATFORM
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Hveerspecirat Imaging & MCR anavysis
ALLows 3-D TIME-RESOLVED IMAGING

Macrophages transiently co-transfected
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Macrophages infected with E. coli
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COMPUTATIONAL MODELING INTEGRATES BIOLOGY
AND MICROFLUIDIC PLATFQRM RESULTS
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The Impace of MISL Prosect
MISL will revolutionize the way host-pathogen interactions are studied, enabling applications that require high
sensitivity detection, rapid and high throughput analysis, and understanding at the systems level.

* In work relevant fo homeland security, MISL will
— Address biothreat awareness and charaterization
— Provide next-generation capabilities for new fingerprint technologies

 For biosecurity, biosurveillance and public health, MISL vill develop tools for programs such as
— Risk assessment
—Terrorist biothreat use
— Pre-syndromic infectious disease analysis

In national defense, MISL will
~ Identify biomolecular markers to assure troop readiness
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